SUPPLEMENTARY DATA S5

Your input sequence:

>bcr
MVDPVGFAEAWKAQEFPDSEPPRMELRSVGDIEQELERCKASTIRRLEQEVNQERFRMIYLQ
TLLAKEKKSYDRORWGFRRAAQAPDGASEPRASASRPQPAPADGADPPPAEEPEARPDGE
GSPGKARPGTARRPGAAASGERDDRGPPASVAALRSNFERIRKGHGOQPGADAEKPEFYVNV
EFHHERGLVKVNDKEVSDRISSLGSQAMOMERKKSQHGAGSSVGDASRPPYRGRSSESSC
GVDGDYEDAELNPRFLKDNLIDANGGSRPPWPPLEYQPYQSIYVGGMMEGEGKGPLLRSQ
STSEQEKRLTWPRRSYSPRSFEDCGGGYTPDCSSNENLTSSEEDEFSSGQSSRVSPSPTTY
RMFRDKSRSPSONSQQOSFDSSSPPTPQCHKRHRHCPVVVSEATIVGVRKTGQIWPNDGEG
AFHGDA

TOP 10 MATCHES (Zscore>6 means significant matching)

RANK TEMPLATE  ZSCORE  SEQID  ALIGNMENT MODEL

1 5aluG 8.21 6.9% [ALI1] [MOD1]
2 5dfzB 8.19 5.6% [ALI2] [MOD2 ]

3 5iouB 8.04 7.3% [ALI3] [MOD3]

4 5ideB 7.16 9.0% [ALI4] [MOD4]

5 39 cmN 7.13 8.8% [ALI5] [MOD5]

6 3iymA 6.93 11.3% [ALI6] [MOD6]

7 5a9gA 6.59 8.7% [ALI7] [MOD7]

8 39cmA 6.57 6.5% [ALI8] [MOD8]

9 4gwpB 6.37 7.0% [ALIO] [MOD9]

10 5aluE 6.27 9.
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