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S1- CELL VIABILITY TEST , 1G5 CALCULATION
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S2- CELL CYCLE ANALYSIS

Sample data Results
Ser | Sample code Used %G0-G1 %S %G2/M | %Pre-G1 Comment
conc.
ug/mi
T1/HepG2 PreGlapoptosis&Cell
1 51.66 28.55 19.79 8.97 growth armrest@G2/M
C1.HepG2 PreG1lapoptosis&Cell
2 59.46 31.39 9.15 2.59 growth arrest@G2/M
T2/MCF7 PreGlapoptosis&Cell
38.71 35.01 26.28 14.27 growth arrest@G2/M
C2.MCF7 43.94 37.36 18.7 3.07
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conc. Apoptosis
ug/ml Total Early Late Necrosis
1 | T1/HepG2 8.97 349 479 0.69
2 | Cl.HepG2 2.59 132 0.79 048
3 | T2/IMCF7 14.27 441 7.6 2.26
4 | C2.MCF7 3.07 143 1.05 0.59
Apoptosis
16
14
12
10 B Apoptosis
M
S 8 -
6 O Necrosis
4
2 i
0 L A P W i
T1/HepG2 C1.HepG2 C2.MCF7




Number

Number

Detailed results

800

600

400

Number

40 60 80

FL2A

100

Date : 18 Apr 2018
sample : C/HepG2
Diploid 100%
[]%Apoptosis ) 5o,
[ wpIP 61 50.46%
[ °sD1P G2 9.15%

[i]%DIP S 31.39%
WCV 5.94

Aggregates 2.25%
Cell debris 1.86%

120

800

600

400

Number

200

100

FL2A

80

100

120

Date : 18 Apr 2018
sample : T1/HepG2
Diploid 100%
[]%Apoptesis  §.97%
[EwprP 61 51.66%
19.79%
28.55%
712

Aggregates 2.36%
Cell debris 1.99%

Date : 18 Apr 2018
sample : C2/MCF7
Diploid 100%
[JeeApoptosis 3 79,
[ #pre 61 43.94%
[ #D1P G2 18.7%
[%DIP S 37.36%

%CV 7.22

Aggregates 2.18%
Cell debris 2.03%

40 60 80

FL2A

120

800

600

400

200

100

Date : 18 Apr 2018
sample : T2/ MCF7

Diploid 100%

%CV 6.44

Aggregates 2.25%
Cell debris 212%

FL2A

80

120

[C]%Apoptosis 14279
[ wore 1 38.71%
[ %DIP G2 26.28%
[T DIP S 35.01%

W

0.48%

0.79%

Date : 18 Apr 2018
sample : C/HepG2

1.32%

0.69%

4.79%

Date : 18 Apr 2018
sample : T1/HepG2

0.59%

Date : 18 Apr 2018
sample : C2/MCF7

2.26%

Date : 18 Apr 2018
sample : T2/ MCF7

441%




S3- WESTERN BLOTTING
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TNF-alpha

MCF7 HepG2

Control Tested drug doxo Control Tested drug doxo
trial 1 1 1.87706 1.8 1 25 135
trial 2 1 1.87806 1.81 1 251 1.34
trial 3 1 1.87906 1.79 1 252 1.35
trial 4 1 1.87806 1.8 1 25 133
trial 5 1 1.87806 1.8 1 25 135
avg 1 1.87806 1.8 1 2.506 1.344
st dev 0 0.000632 0.006325 0 0.008 0.008
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S4- RT-PCR RESULTS
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This report generated by Rotor-Gene 6000 Series Software 1.7 (Build 87)
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primers

pS3 F 5'- CCCCTCCTGGCCCCTGTCATCTTC-3,,
p53 R 5'-GCAGCGCCTCACAACCTCCGTCAT-3.

s TNF-a F 5°- TTGACCTCAGCGCTGAGTTG -3°
‘4 TNF-aR 5- CCTGTAGCCCACGTCGTAGC -3’
Quality
Endorsed COX-2F5- ACTGTACGGGGTTTGTGACTAG -3'
Company COX-2 F5- ACTGTACGGGGTTTGTGACTAG -3'

50 5081 Lis 31013
SAl Glebal

B-actin F 5’-GTGACATCCACACCCAGAGG-3’
B-actin R 5’-ACAGGATGTCAAAACTGCCC-3’
e
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