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Sgnal G:317 A:374 C:499 T:288

Filee KU8_789RP.abl Run Ended: 2019/2/26 1:17:3
428 bases in 5238 scans Page1of 1

Sample: KU8_789RP Lane 71 Base spacing: 14.173232
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CTT TT AT G &T C ATGCOS TACT CCGA CCGC CACCCG GCCTCGCATAG ACGC GG TG ACCCTC TAGCCTGGAGTTGCTAGGGTCTAGGTGGGTTAT GGGACCTGCACGGTTCTGATT
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120 130 140 150 160 170 180 190 200 210 220 230 240
GOGGCTTTTACACTTGGCTGAGTTCTTTTGTTTTTTGGGATTTTTTGTTTGTTCGTTTTGGAGAT GGGGC

CCACTGGGTTCGAATCCCAGCCCCGCCGGTGGCTCACTAAGACCTGGGATCAG
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250 260 270 290 300 310
CTCCTGGGCTCAAGCGGTCCTCTGGCCCCAGCCTCTCTAGTAGC TGGGAGT ACAGGT GCACACCACE

280
TCACTCTTTCACCCAAGCTGGAGTGCAGT GGT GCGAT CACAGCTCACTGCAGCCTCG

410 420
GACAAGT CGGGGGGA C

370 380 390
CGCCAGGCTAATTTTTTTTTTCTTTTGCCTTTTTGT

FAVV.Y, FVAVAYAVAVAN V.S Y

Supplementary Figure 2(A)


Supplementary Figure 2(A)


L]

macrogen
Filee KU9_789RP.abl Run Ended: 2019/2/26 1:17:3 Sgnal G:344 A:426 C:642 T:398 %}
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TTT TTCT G G?T CTTAGG CTCCGGCCCGCCC CCCGGCCTCGC GACGCGTTGACCCTC TAGCCTGG AGTTGCTAGGGTCTAGGTGGGTTATGGGACCTGCACGGTTCTG
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TTCCACTGGGTTCGAATCCCAGCCCCGCCGGTGGUCTCACTAAGACCTGGGATCAG GGGCTTTT CACTTGGCTGAGTTCTTTTGTTTTTTGGGATTTTTTGTTTGITCGTTTTGGAGATGGG
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GCTCACTCTTTCACCCAAGCTGGAGT GCAGTGGTGCGATCACAGCTCACTGCAGCCTCGAACTCC GGGGCTCAAGC GGTCCTCTGGCCCCAGCCTCTCTAGT T CTGGGAGT ACAGGTGCACACT

370 380 390 400 410 420 430 440 430 460 470 480
CCACGCCT GGCTAATTTTTTTTTTCTTTTGCCTTTTTGT CAGACAAGTCGGGGCGA C TT GTG GAAC GCTTCCACAGAGCAGAAC GT GACCCT CACGTTGCCACTGCAAGC

ENAVANEY Ay
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TGGGGCAGCCTGCTTTTATTCCCTTATCTGGCCCC CCCCAC ATCC CGCCGAATGGAACATTTT ACAGA GAGCT GAGIGCTCTGI TCT AC GCTGAGAGAGTCGATTT GACAT GCTGATT
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620 630 640 650 660 670 680 690 700
TTGGTTGTCA CCATCCAAGT CAGTGGETCACTTTGCC ACT TCAC C T GT CTCACTCTTATTATTG TTCAATT
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