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Figure S1. A flow and working model of VTGE. 

 



 

Figure S2. C16 sphinganine, a form of sphingolipid base is secreted in the extracellular 

conditioned medium of HCT-116 colon cancer cells treated by GUDF. 

Positive mode ESI MS and MS/MS fragment ion spectra of C16 sphinganine in GUDF treated 

HCT-116 cancer cells.  
 

 



 

Figure S3. Phyosphingosine, a form of sphingolipid base is detected in the extracellular 

conditioned medium of HCT-116 colon cancer cells treated by GUDF. 

Positive mode ESI MS and MS/MS fragment ion spectra of C16 phytosphingosine in GUDF 

treated HCT-116 cancer cells.  
 

 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

Figure S4. Ceramide (d18:1/14:0), a form of sphingolipid base is detected in the extracellular 

conditioned medium of HCT-116 colon cancer cells treated by GUDF. 

Positive mode ESI MS and MS/MS fragment ion spectra of Ceramide (d18:1/14:0) in GUDF 

treated HCT-116 cancer cells.  
 



 
 

Figure S5. Comparison of ADMET profile of Sphinganine, sphingosine and MMS shows 

distinct cytotoxicity prediction. 

 

ADMET profile is generated using v-NN/ADMET server. (A) Sphinganine and (B) 

Sphingosine, (C) MMS 

 
 

 

 

 

 

 

 

 

 

 

 

 

 



 

 

 

Figure S6. Pharmacokinetics, druglikeness and medicinal chemistry of modified mimetic 

sphinganine (MMS) shows favourable inhibitor candidate 

 

ADME profile of MMS is generated by using SWISADME server. 

 
 


