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Supplementary Figure Legends:
Supplementary Fig. 1: Expression of PLK1. (A) LUAD based on patient’s smoking habit, (B) LUSC based on patient’s smoking habit, (C) LUAD based on patient’s gender, and (D) LUSC based on patient’s gender.
Supplementary Fig. 2: Expression of E2F1. (A) LUAD based on normal vs. tumor, (B) LUAD based on patient’s smoking habits, (C) LUAD based on patient’s gender. Survival analysis of E2F1 on (D) Adenocarcinoma patients and (E) Adenocarcinoma + Smoker patients.
Supplementary Fig. 3: Correlation analysis. (A) hsa-let-7b-5p vs. E2F1, (B) TMPO-AS1 vs. PLK1, (C) TMPO-AS1 vs. E2F1, (D) hsa-let-7b-5p vs. TMPO-AS1.
















Supplementary Table 1: PLK1 Associated lncRNAs
	Index
	Name
	P-value
	Adjusted p-value
	Odds Ratio
	Combined score

	1
	PRC1-AS1
	6.140e-24
	4.728e-22
	199000.00
	10636003.02

	2
	CSRP3-AS1
	1.344e-20
	2.587e-19
	1968.03
	90049.77

	3
	H2AZ1-DT
	1.344e-20
	2.587e-19
	1968.03
	90049.77

	4
	DEPDC1-AS1
	1.344e-20
	2.587e-19
	1968.03
	90049.77

	5
	DDX11-AS1
	1.309e-17
	1.680e-16
	865.13
	33631.66

	6
	LINC01775
	1.309e-17
	1.680e-16
	865.13
	33631.66

	7
	APOBEC3B-AS1
	7.476e-15
	6.396e-14
	499.21
	16237.80

	8
	RRM1-AS1
	7.476e-15
	6.396e-14
	499.21
	16237.80

	9
	HMMR-AS1
	7.476e-15
	6.396e-14
	499.21
	16237.80

	10
	LINC00618
	2.772e-12
	1.779e-11
	317.49
	8448.82

	11
	LIX1L-AS1
	2.772e-12
	1.779e-11
	317.49
	8448.82

	12
	LINC01096
	2.772e-12
	1.779e-11
	317.49
	8448.82

	13
	LINC01224
	6.977e-10
	3.160e-9
	209.42
	4415.27

	14
	PRMT5-AS1
	6.977e-10
	3.160e-9
	209.42
	4415.27

	15
	SGO1-AS1
	6.977e-10
	3.160e-9
	209.42
	4415.27

	16
	CDKN2A-DT
	6.977e-10
	3.160e-9
	209.42
	4415.27

	17
	TMPO-AS1
	6.977e-10
	3.160e-9
	209.42
	4415.27

	18
	FOXD2-AS1
	1.207e-7
	4.426e-7
	138.15
	2200.74

	19
	LINC01842
	1.207e-7
	4.426e-7
	138.15
	2200.74

	20
	UBL7-AS1
	1.207e-7
	4.426e-7
	138.15
	2200.74












Supplementary Table 2: Differential lncRNA Analysis
	S.No.
	lncRNA
	Upregulated/Downregulated (in LUAD)
	P value

	1
	PRC1-AS1
	Upregulated
	1.16e-19

	2
	H2AZ1-DT
	Upregulated
	7.78e-08

	3
	DEPDC1-AS1
	Upregulated
	6.2e-27

	4
	DDX11-AS1
	Upregulated
	3.35e-76

	5
	LINC01775
	Upregulated
	3.60e-36

	6
	LINC00618
	Upregulated
	1.16e-03

	7
	LIX1L-AS1
	Upregulated
	1.91e-08

	8
	PRMT5-AS1
	Upregulated
	1.59e-25

	9
	TMPO-AS1
	Upregulated
	6.31e-53

	10
	FOXD2-AS1
	Upregulated
	4.24e-71

	11
	LINC01842
	Upregulated
	1.29e-22

	12
	UBL7-AS1
	Upregulated
	5.10e-04



Supplementary Table 3: PLK1 vs. lncRNAs Correlation Analysis
	S.No.
	lncRNA
	R value 
(Associated with PLK1)
	P value

	1
	PRC1-AS1
	0.141
	1.18e-03

	2
	DEPDC1-AS1
	0.296
	1.54e-12

	3
	DDX11-AS1
	0.153
	3.17e-04

	4
	LINC01775
	0.341
	2.07e-16

	5
	LINC00618
	0.216
	3.27e-07

	6
	LIX1L-AS1
	-0.237
	1.92e-08

	7
	PRMT5-AS1
	0.165
	9.98e-05

	8
	TMPO-AS1
	0.385
	8.37e-21

	9
	FOXD2-AS1
	0.099
	2.07e-02

	10
	LINC01842
	0.219
	2.15e-07

	11
	UBL7-AS1
	0.451
	7.31e-29
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