Supplementary Table 1. Mass-spectrometry identification of major exosomal proteins and RPs secreted by breast cancer cell lines in exosomes
	Proteins in exosomes
	Gene name / Protein name
	Uniprot ID
	Mol weight,
Da
	Identified peptides
	Coverage, %

	MCF-7

	Universal proteins
	CD9
	P21926

	25416

	FDSQTKSIFEQETNNNNSSFYTGVYILIGAGALMMLVGFLGCCGAVQESQCMLGLFFGFLLVIFAIEIAAAIWGYSHKDEVIKEVQEFYKDTYNKLKTKDEPQRETLKAIHYALNCCGLAGGVEQFISDICPK

EVFDNKFHIIGAVGIGIAVVMIFGMIFSMILCCAIR
	65%

	
	CD63
	P08962

	23042

	MSRGLQLLLLSCAYSLAPATPEVK

SEDVDLPCTAPWDPQVPYTVSWVKLLEGGEERMETPQEDHLRGQHYHQKGQNGSFDAPNERPYSLKIR

VILRVTGCPAQRKEETFK

YR

AGMERAFLPVTSPNKHLGLVTPHK
	59%

	
	CD81
	P60033

	25809

	MGVEGCTKCIKYLLFVFNFVFWLAGGVILGVALWLRHDPQTTNLLYLELGDK

DQIAKDVKQFYDQALQQAVVDDDANNAKAVVKTFHETLDCCGSSTLTALTTSVLK

IDDLFSGKLYLIGIAAIVVAVIMIFEMILSMVLCCGIR
	57%

	
	MMP9
	P14780

	78458

	HQRAKRAVSHEDQFLRLDFHAHGRHFNLRMKRDTSLFSDEFKVETSNKVLDYDTSHIYTGHIYGEEGSFSHGSVIDGR

GGTFYVEPAERYIKDRTLPFHSVIYHEDDINYPHKYGPQGGCADHSVFER

KKRTTSAEKNTCQLYIQTDHLFFKYYGTREAVIAQISSHVKAIDTIYQTTDFSGIRNISFMVKRIRINTTADEKDPTNPFRFPNIGVEKFLELNSEQNHDDYCLAYVFTDRDFDDGVLGLAWVGAPSGSSGGICEK
	52%

	RPs
	RPS27/
eS27
	P42677


	9897
	DLLHPSLEEEKK

LVQSPNSYFMDVK

LTEGCSFRRK
	41%

	BT-474

	Universal proteins
	CD9
	P21926

	25416

	FDSQTKSIFEQETNNNNSSFYTGVYILIGAGALMMLVGFLGCCGAVQESQCMLGLFFGFLLVIFAIEIAAAIWGYSHKDEVIKEVQEFYKDTYNKLKTKDEPQRETLKAIHYALNCCGLAGGVEQFISDICPK

FHIIGAVGIGIAVVMIFGMIFSMILCCAIR
	62%

	
	CD63
	P08962

	23042

	GLQLLLLSCAYSLAPATPEVK

SEDVDLPCTAPWDPQVPYTVSWVKLLEGGEERMETPQEDHLRGQHYHQKGQNGSFDAPNERPYSLKIR

VILRVTGCPAQRKEETFKKYR

AGMERAFLPVTSPNKHLGLVTPHK
	60%

	
	CD81
	P60033

	25809

	MGVEGCTKCIKYLLFVFNFVFWLAGGVILGVALWLRHDPQTTNLLYLELGDK

DQIAKDVKQFYDQALQQAVVDDDANNAKAVVKTFHETLDCCGSSTLTALTTSVLK

IDDLFSGKLYLIGIAAIVVAVIMIFEMILSMVLCCGIR
	58%

	
	MMP9
	P14780

	78458

	MSLWQPLVLVLLVLGCCFAAPR

YGYTRVAEMRGESKSLGPALLLLQKQLSLPETGELDSATLKAMRTPR

DADIVIQFGVAEHGDGYPFDGK

GVVVPTRFGNADGAACHFPFIFEGRSYSACTTDGR

FGFCPSERLYTQDGNADGK

ADSTVMGGNSAGELCVFPFTFLGKEYST
	56%

	RPs
	RPS20/uS20
	P60866

	13506

	TPVEPEVAIHRIR

NVKSLEK

TWDRFQMR
	19.8%

	
	RPL28/eL28
	P46779

	15809

	RSGQRKPATSYVRTTINK

KNK

MAAIRR
	14.9%

	
	RPL14/eL14
	P50914


	23559

	ERKAKMTDFDRFKVMK

KITAASK
	12.2%

	BT-549

	Universal proteins
	CD9
	P21926

	25416

	FDSQTKSIFEQETNYILIGAGALMMLVGFLGCCGAESQCMLGLFFGFLLVIFAIEIAAAIWGYSHKDEVIKEVQEFYKDTYNKLKTKDEPQRETLKAIHYALNCCGLAGGVEQFISDICPK

FHIIGAVGIGIAVVMIFGMIFSMILCCAIR
	63%

	
	CD63
	P08962

	23042

	GLQLLLLSCYSLAPATPEVK

SEDVDLPCTAPWDPQVPYTVSWVKLLEGGEERMETPQEDHLRGQHYHQKGQNGSFDAPNERPYSLKIR

KVILRVTGCPAQRKEETFKKYR

AGMERAFLPVTSPNKHLGLVTPHK
	58%

	
	CD81
	P60033

	25809

	MGVEGCTKCIKYLLFVFNFVFWLAGGVILGVALWLRHDPQTTNLLYLELGDK

DQIAKDVKQFYDQALQQAVVDDDANNAKAVVKTFHETLDCCGSSTLTALTTSVLK

IDDLFSGKLYLIGIAAIVVAVIMIFEMILSMVLCCGIR
	57%

	
	MMP9
	P14780

	78458

	MSLWQPLVLVLLVLGCCFAAPR

YGYTRVAEMRGESKSLGPALLLLQKQLSLPETGELDSATLKAMRTPR

DADIVQFGVAGVAEHGDGYPFDGK

GVVVPTRFGNADGAACHFPFIFEGRSYSACTTDGR

FGFCPSERLYTQDGNADGK

ADSTVMGGNSAGELCVFPFTFLGKEYST

	51%

	RPs
	RPL13A/ uL13
	Q0VGL3


	12198
	VPDGIPPPYDKK

KFALLGR
	17.8%

	
	RPL36/
eL36
	Q9Y3U8

	12317
	LTKHTKFVR

KVGTHIR
	14.9%

	
	RM16/
MRP-L16
	Q9NX20

	28502
	ASAPLLR

SMDPKNMFAIWR

SVGHR

LVVEMGGR

KDQEER

NPWTFERIATANMLGIRKVLSPYDLTHKGKYWGKFYMPK
	43.8%

	
	RM42/MRP-L42
	Q9Y6G3

	17006
		AVAAVKWVMSKRTILK

MFFTTKHRWYPHGRYHRCR

NLNPPK
	
	
	

	
	
	
	

	
	
	
	



	40.6%

	
	RPS2/ uS5
	P15880

	31660
	DMKIKSLEEIYLFSLPIKESEIIDFFLGASLKDEVLKIMPVQKQTR

CSKEVATAIRGAIILAKLSIVPVRRGYWGNKIGKPHTVPCKVTGRCGSVLVRLIPAPRGTGIVSAPVPKKLLMMAGIDDCYTSAR

ATFDAISKTYSYLTDLWKETVFTK

THTRVSVQRTQAPAVATT
	69.3%

	
	RPS27/ eS27
	P42677


	9897
	DLLHPSLEEEKKK

LVQSPNSYFMDVK

LTEGCSFRRK
	68.6%




