   Supplementary Table S1. Co-mutation profiles in patients with available data (n=20)
A. [bookmark: _GoBack]Summary of co-mutations

	
Co-mutation status

	n (%)

	No detectable co-mutation

	243 (92.4)

	Any co-mutation

	20 (7.6)

	Type of co-mutation

	

	T790M

	5 (1.9)

	EGFR compound mutations*

	4 (1.5)

	Other co-mutations**

	13 (4.9)


Note: * EGFR compound mutations: patients harboring both Del19 and L858R mutations
          ** BRAF V600, PIK3CA E545K, HER2 G778_P780dup, etc.

